
Cell Membrane Cell Wall 
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Figure 2 




Figure 3 



1. Identify Potential epitopes in PspA from Clinically 
Revelant Strains 



Strain BG 8743 (Sterotype 23F) 
def gabcdef gabcdef gab 

LEKDVEDFKNSDGEQAEQVL (SEQ ID NO: 10) 
Residues 290-301 

Strain EF5668 (Sterotype 4) 
def gabcdef gabcd 

L EDNLKD AE TNNVE D (SEQ ID NO : 11) 
Residues 330-344 

Strain BG 8090 (Sterotype 19F) 
def gabcdef 

LAKKQTELEK (SEQ ID NO : 12) 
Residues 267-276 

2 . Splice Epitopes Together 

DVEDFKNSDGELEDNLKDAETNNVEDAKKQTELEK (SEQ ID NO: 13) 
3. Replace a and d Positions (underlined) 

DIEDLKNSIGELEDNIKELETNIVELAKKITELEK (SEQ ID NO: 14) 



Figure 4 
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Consensus — E E-L — KIDELD-EIA-LEK-V E K E E-Y — 79 

BG6692 --E 'E^SI^^§^I^MM^^--^-DF^SNGEQ-&fi-R 299 

Strain 23 --§ §^ s ^^^^^^^MPW~-^-' DF -§f NS ^^Q--^^-'R 135 

Strain SP — § l^SE|^^^A^f<^Krf|---§]-DF-^CNSD(§EY-SA&-L 135 

Strain SP — g l^ SE ^^K ) ^ffi f S^W--|E-DF-|CNSD(|EY-SAfe-L 135 

BG8838 — | I^SI^^glJA^^I^tl^ — -^-DF^NSNGEQ-fefY-R 299 

strain 13 — | |-iSE^^^g)A^^fSS|:]^f — -^I-DF-^NSN^Q-^^r-R 95 

Strain SP — 1 A -|| QIS|g VA EM E N K\£AEJj D^EjjVT RL Q S D L D AE E N N - ffe E§Y VK 127 

Strain 18 — 1 A-pQNjVAE^ENK^EfLQKE^TRLQSDL^DAEENN-^EI^VK 98 

BG8743 --| i-iSE^^g^Js^J^^I^'— §:-DF-pCNSDfEQ-^^TLV 307 

Strain 16 — g g-^SK^M|) S£p.P®E^r^— -^-DF^CNSDGBQ-^G^LV 143 

Strain 90 — | l-fsi^l^gjA^g.f^Mr^— f|-DF|KNSDGEQ-lfe<g¥LV 121 

Strain 13 — 1 |-f SE^^®^^^®^^— i:-DF-gCNSD(glQ-^^fLV 120 

Strain 11 —A [f -jS Df^lA§§XQNK^AD^Sj;E I S NEE I LL - GGAD PJS DDT— 8 6 

Strain 43 —A g4lN^KVESSQNKVAD^Q^EISNIElLL-GGADgE DDT-- 99 

Strain 23 — j |-isi®g||§>/^^I^g:r^-— gl-DF.-^CNSD^Q-^^LV 84 

BG11703 AAlA I-lNi§VEA5QNQ\^ES:EELSK]§:DNL-§CDAETNN-^:||fIK 366 

BG7 817 AAlA l-^Nl||VEASQNQVAFS:EELSK]£DNL-5cDAETNN-^]|fIK 3 66 

Strain 18 — g |-§SD^^H)A^g,I^g^— #-DF-fKNSD&Q-||EQlfLV 122 

BG9739 — | l-isC^^p)A^f^^— ^]-DF#NSD|feQ-AG#L- 283 

L81905 — I l-lSC^a€fi ) ^fMJ«^Q¥--^-DF-tCNSDC|EQ-AGc|yL- 283 

PspA AC94 "I — -1-iSE^^A^^Ef— p-DFf(NSGGGY-SAffL- 280 

Strain 15 — | KSE^^g)A^lg||Ef —- §-DF#NSD(pQ-^^LV 145 

ATCC6303 AA|DANl|A2Q^VAESENK^Ef I I^FS r TRLQSDL§DAEENN-#:iii:VK 348 

BG75 61 AA|A S - S N KK VE AS Q N Q^|ae|EE EELS KE£ DN L -2kD AE T NN - ^pS @T I K 366 

Strain 2 3 AAEA |^DP§A^LQNK^E|^EISN]&ILL-GGADp5:---DDT-- 133 

Strain 18 AA|A---|^DffA^QNK\|,^|EISN]i:iLL-GGAD§:---DDT-- 135 

SP 22 2 ^DANllAlQlNiVAElENKmEll^EfTRLQSDLjCDAEENN-^f^VK 127 

BG9163 — § l^SGgE^AH^Eg-^— Q— l|kDAEGNNn|e||fK 2 97 

EF6796 — 1 l^SGgE^A^Ell-^— Q— L-|cDAEGNNN^£f FK 2 96 

BG8090 ^f§^ ^^^^^S'QNK^lAD^SKE I SNl^E I LL-GGAD BE- --DDT — 414 

EF3296 AElA S-§DI^®QNK^I^EISN]pILL-GGAD^ DDT— '413 

Rxl "~| fh&SV^^l&im-D- Q— L-gCAAEENNN^ffFK 2 61 

DBL1 — I KSE^^^Aimi^||:Nj r --^Y-F-iCKTD||:Q-§^L- 283 

EF5 6 68 AA|A |^NE.| VEAiQNQ^EgEELSKIpDNL ^KDAETNN-^f^IK 34 7 

Wu2 ~~§ |-i sc !^ffiiP^i|jSE-D Q— L-pCAVEENNN^^TST 2 90 

EF10197 — 1 |^SDg^gA^^K||-D Q— L-|cAAEENNN^ iff FK 282 

PspA AC12 AEpA---|^DEgi!^^QNK\^[^pEISN]pILL-GGADsl---DDT-- 321 

DBL5 — I 1-fSGgF^pAffi.Ep:— §-— Q— L-pCDAEGNNN^^FK 28 4 

DBL6A --lEDRRNYPTNTYKT^I^.ESDVEf'KEi^LEL^EEAfESR^EKVK -366 

BG6380 GE I T LILA-IQNgsi^DP^E^|CKLADSQ-------N§G-^tYWT 303 



Figure 6 




( Oo S) Bspiu/Bspui 



